
1. Zhang S, Kan J, Liu X, et al. Phytopathogenic bacteria utilize host glucose as a 
signal to stimulate virulence through LuxR homologues. Mol Plant Pathol. 
2023;24(4):359-373. doi:10.1111/mpp.13302 

2. Yu R, Xiong Z, Zhu X, et al. RcSPL1–RcTAF15b regulates the flowering time of 
rose ( Rosa chinensis ). Horticulture Research. Published online April 25, 
2023:uhad083. doi:10.1093/hr/uhad083 

3. Liu Q, Zhang L, Fang R, Huo Y. A Precise and Quantifiable Method for Collecting 
Hemolymph from Small Arthropods. JoVE. 2023;(194):65250. doi:10.3791/65250 

4. Li K, Liao C, Wang T, et al. Type III Secretion System Repressor RhpR Induces 
GrlP, a Glycine-Rich Outer Membrane Lipoprotein with Functions in Regulating 
the Periplasmic Space and Pleiotropic Responses. Alexandre G, ed. Appl Environ 
Microbiol. 2023;89(1):e0158722. doi:10.1128/aem.01587-22 

5. Wu X, Zhang X, Wang H, Fang R xiang, Ye J. Structure–function analyses of 
coiled-coil immune receptors define a hydrophobic module for improving plant 
virus resistance. Journal of Experimental Botany. Published online December 6, 
2022:erac477. doi:10.1093/jxb/erac477 

6. Wang N, Zhao P, Wang D, Mubin M, Fang R, Ye J. Diverse Begomoviruses 
Evolutionarily Hijack Plant Terpenoid-Based Defense to Promote Whitefly 
Performance. Cells. 2022;12(1):149. doi:10.3390/cells12010149 

7. Wang H, Jiao X, Zhang X, et al. Ammonium protects rice against rice stripe virus 
by activating HDA703/OsBZR1-mediated BR signaling. Plant Sci. 
2022;326:111504. doi:10.1016/j.plantsci.2022.111504 

8. Kong X, Wang H, Zhang M, Chen X, Fang R, Yan Y. A SA-regulated lincRNA 
promotes Arabidopsis disease resistance by modulating pre-rRNA processing. Plant 
Sci. 2022;316:111178. doi:10.1016/j.plantsci.2022.111178 

9. Huo Y, Zhao J, Meng X, et al. Laodelphax striatellus saliva mucin enables the 
formation of stylet sheathes to facilitate its feeding and rice stripe virus transmission. 
Pest Management Science. 2022;78(8):3498-3507. doi:10.1002/ps.6990 

10. Huo Y, Song Z, Wang H, et al. GrpE is involved in mitochondrial function and is an 
effective target for RNAi-mediated pest and arbovirus control. Insect Mol Biol. 
2022;31(3):377-390. doi:10.1111/imb.12766 

11. Chen L, Zhang M, Liu D, et al. Designing specific bacterial 16S primers to 
sequence and quantitate plant endo-bacteriome. Sci China Life Sci. 
2022;65(5):1000-1013. doi:10.1007/s11427-021-1953-5 

12. An L, Zhang S, Guo P, et al. RIR1 represses plant immunity by interacting with 
mitochondrial complex I subunit in rice. Mol Plant Pathol. 2022;23(1):92-103. 
doi:10.1111/mpp.13145 



13. Zhao P, Zhang X, Gong Y, et al. Red-light is an environmental effector for 
mutualism between begomovirus and its vector whitefly. Plos Pathogens. 
2021;17(1):e1008770. doi:10.1371/journal.ppat.1008770 

14. Zhao J, Yang J, Zhang L, Fang R, Huo Y. Two-layered Membrane Sandwich 
Method for Laodelphax striatellus Saliva Collection. Jove-Journal of Visualized 
Experiments. 2021;(174):e62831. doi:10.3791/62831 

15. Yu Y, Zhang M, Huo Y, et al. Laodelphax striatellus Atg8 facilitates Rice stripe 
virus infection in an autophagy‐independent manner. Insect Science. 
2021;28(2):315-329. doi:10.1111/1744-7917.12771 

16. Ye J, Zhang L, Zhang X, Wu X, Fang R. Plant Defense Networks against 
Insect-Borne Pathogens. Trends Plant Sci. 2021;26(3):272-287. 
doi:10.1016/j.tplants.2020.10.009 

17. Chen L, Zhang M, Liu D, et al. Designing specific bacterial 16S primers to 
sequence and quantitate plant endo-bacteriome. Sci China Life Sci. Published online 
July 22, 2021. doi:10.1007/s11427-021-1953-5 

18. 孙红波, 姜军, 陈丽莹, et al. 灰飞虱核心共生菌的鉴定. 微生物学报. Published 
online 2021:1-16. doi:10.13343/j.cnki.wsxb.20210164 

19. Wang H, Jiao X, Kong X, et al. The histone deacetylase HDA703 interacts with 
OsBZR1 to regulate rice brassinosteroid signaling, growth and heading date through 
repression of Ghd7 expression. Plant J. 2020;104(2):447-459. 
doi:10.1111/tpj.14936 

20. Wang H, Zhang Y, Xiao N, et al. Rice GERMIN-LIKE PROTEIN 2-1 functions in 
seed dormancy under the control of abscisic acid and gibberellic acid signaling 
pathways. Plant Physiol. 2020;183(3):1157-1170. doi:10.1104/pp.20.00253 

21. Wang D, Zhang X, Yao XM, Zhang P, Fang RX, Ye J. A 7-amino-acid motif of rep 
protein essential for virulence is critical for triggering host defense against sri 
lankan cassava mosaic virus. Mol Plant Microbe In. 2020;33(1):78-86. 
doi:10.1094/Mpmi-06-19-0163-Fi 

22. Jiao X, Wang H, Yan J, et al. Promotion of BR Biosynthesis by miR444 Is Required 
for Ammonium-Triggered Inhibition of Root Growth. Plant Physiol. 
2020;182(3):1454-1466. doi:10.1104/pp.19.00190 

23. Zhao PZ, Yao XM, Cai CX, et al. Viruses mobilize plant immunity to deter 
nonvector insect herbivores. Sci Adv. 2019;5(8). doi:10.1126/sciadv.aav9801 

24. Xie CM, Zhang G, An L, Chen XY, Fang RX. Phytochrome-interacting factor-like 
protein OsPIL15 integrates light and gravitropism to regulate tiller angle in rice. 
Planta. 2019;250(1):105-114. doi:10.1007/s00425-019-03149-8 



25. Wu XJ, Xu S, Zhao PZ, et al. The Orthotospovirus nonstructural protein NSs 
suppresses plant MYC-regulated jasmonate signaling leading to enhanced vector 
attraction and performance. PLoS Pathog. 2019;15(6). 
doi:10.1371/journal.ppat.1007897 

26. Wang N, Zhao PZ, Ma YH, et al. A whitefly effector Bsp9 targets host immunity 
regulator WRKY33 to promote performance. Philosophical Transactions of the 
Royal Society B-Biological Sciences. 2019;374(1767). doi:10.1098/rstb.2018.0313 

27. Li K, Zhu YN, Yan W, et al. Two components of the rhpPC operon coordinately 
regulate the type III secretion system and bacterial fitness in Pseudomonas 
savastanoi pv. phaseolicola. PLoS Pathog. 2019;15(4). 
doi:10.1371/journal.ppat.1007673 

28. Huo Y, Yu YL, Liu Q, et al. Rice stripe virus hitchhikes the vector insect 
vitellogenin ligand-receptor pathway for ovary entry. Philosophical Transactions of 
the Royal Society B-Biological Sciences. 2019;374(1767). 
doi:10.1098/rstb.2018.0312 

29. Zhao JH, Liu XL, Fang YY, Fang RX, Guo HS. Cmv2b-dependent regulation of 
host defense pathways in the context of viral infection. Viruses-Basel. 2018;10(11). 
doi:10.3390/v10110618 

30. Wang F, Lian LJ, Liu YF, Zhang YM, Fang RX, Liu QL. RoTFL1c of Rosa 
multiflora has a dual-function in suppressing reproductive growth and promoting 
vegetative growth of Arabidopsis. Sci China Life Sci. 2018;61(12):1599-1601. 
doi:10.1007/s11427-016-0082-1 

31. Kan JH, An L, Wu Y, et al. A dual role for proline iminopeptidase in the regulation 
of bacterial motility and host immunity. Mol Plant Pathol. 2018;19(8):2011-2024. 
doi:10.1111/mpp.12677 

32. Huo Y, Yu YL, Chen LY, et al. Insect tissue-specific vitellogenin facilitates 
transmission of plant virus. PLoS Pathog. 2018;14(2). 
doi:10.1371/journal.ppat.1006909 

33. 霍岩, 陈晓英, 方荣祥, 张莉莉. 卵黄蛋白原的产生及其非营养功能的研究现
状 . 生 物 技 术 通 报 . 2018;34(02):66-73. 
doi:10.13560/j.cnki.biotech.bull.1985.2018-0003 

34. 陈丽莹, 张玉满, 陈晓英, 方荣祥, 张莉莉. 茶树叶际选择性富集的内生细菌的
鉴定. 微生物学报. 2018;58(10):1776-1785. doi:10.13343/j.cnki.wsxb.20170592 

35. Xie CM, Zhang G, Zhang YM, et al. SRWD1, a novel target gene of DELLA and 
WRKY proteins, participates in the development and immune response of rice 
(Oryza sativa L.). Sci Bull. 2017;62(24):1639-1648. doi:10.1016/j.scib.2017.12.002 



36. Song XG, Guo HY, Zhang G, et al. OsPRA2 fine-tunes rice brassinosteroid receptor. 
Plant Signal Behav. 2017;12(3):e1257455. doi:10.1080/15592324.2016.1257455 

37. Qian W, Chen XY, Fang RX, Kang L. Manipulation of biotic signaling: a new 
theory for smarter pest control. Sci China Life Sci. 2017;60(8):781-784. 
doi:10.1007/s11427-017-9148-x 

38. Kan JH, Fang RX, Jia YT. Interkingdom signaling in plant-microbe interactions. Sci 
China Life Sci. 2017;60(8):785-796. doi:10.1007/s11427-017-9092-3 

39. 宋丽阳, 方荣祥, 贾燕涛. 生物被膜在病原细菌与植物识别中的作用. 生物工
程学报. 2017;33(09):1640-1653. doi:10.13345/j.cjb.170079 

40. Zhao JH, Fang YY, Duan CG, Fang RX, Ding SW, Guo HS. Genome-wide 
identification of endogenous RNA-directed DNA methylation loci associated with 
abundant 21-nucleotide siRNAs in Arabidopsis. Sci Rep. 2016;6:36247. 
doi:10.1038/srep36247 

41. Zhang G, Song X, Guo H, Wu Y, Chen X, Fang R. A Small G Protein as a Novel 
Component of the Rice Brassinosteroid Signal Transduction. Mol Plant. 
2016;9(9):1260-1271. doi:10.1016/j.molp.2016.06.010 

42. Zhang F, Li Q, Chen X, et al. Roles of the Laodelphax striatellus Down syndrome 
cell adhesion molecule in Rice stripe virus infection of its insect vector. Insect Mol 
Biol. 2016;25:413-421. doi:10.1111/imb.12226 

43. Wang H, Jiao X, Kong X, et al. A signaling cascade from miR444 to RDR1 in rice 
antiviral RNA silencing pathway. Plant Physiology. 2016;170:2365-2377. 
doi:10.1104/pp.15.01283 

44. Lian L, Wang F, Zhang Y, Fang R, Liu Q. Isolation, identification and expression 
patterns of RoLEAFY in non-recurrent and recurrent flowering roses. 
EuropJHorticSci. 2016;81(2):122-132. doi:10.17660/eJHS.2016/81.2.6 

45. Hamera S, Yan Y, Song X, et al. Expression of Cucumber mosaic virus suppressor 
2b alters FWA methylation and its siRNA accumulation in Arabidopsis thaliana. 
Biol Open. 2016;5(11):1727-1734. doi:10.1242/bio.017244 

46. Zhao YT, Wang M, Wang ZM, Fang RX, Wang XJ, Jia YT. Dynamic and 
coordinated expression changes of rice small RNAs in response to Xanthomonas 
oryzae pv. oryzae. Journal of Genetics and Genomics. 2015;42:625-637. 
doi:10.1016/j.jgg.2015.08.001 

47. Ye J, Yang J, Sun Y, et al. Geminivirus activates asymmetric leaves 2 to accelerate 
cytoplasmic dcp2-mediated mrna turnover and weakens rna silencing in arabidopsis. 
PLoS Pathog. 2015;11(10):e1005196-e1005196. doi:10.1371/journal.ppat.1005196 

48. Huang L, Li Z, Wu J, et al. Analysis of genetic variation and diversity of rice stripe 



virus populations through high-throughput sequencing. Frontiers in Plant Science. 
2015;6:176. doi:10.3389/fpls.2015.00176 

49. Yan Y, Wang H, Hamera S, Chen X, Fang R. miR444a has multiple functions in the 
rice nitrate-signaling pathway. The Plant Journal. 2014;78(1):44-55. 
doi:10.1111/tpj.12446 

50. Huo Y, Liu W, Zhang F, et al. Transovarial transmission of a plant virus is mediated 
by vitellogenin of its insect vector. PLoS Pathog. 2014;10(3):e1003949. 
doi:10.1371/journal.ppat.1003949 

51. Guo H, Song X, Wang G, et al. Plant-generated artificial small RNAs mediated 
aphid resistance. Plos One. 2014;9(5):e97410. doi:10.1371/journal.pone.0097410 

52. 郭萍, 武瑶, 李嘉, 方荣祥, 贾燕涛. 利用水稻原生质体快速分析miRNA靶标
RNA. 生物工程学报. 2014;30(11):1-12. 

53. 陈晓英, 方荣祥. 中国植物病毒研究40年. 微生物学通报. 2014;41(03):437-444. 

54. Zhang Y, Zhang G, Xiao N, et al. The rice “nutrition response and root growth” 
(NRR) gene regulates heading date. Mol Plant. 2013;6(2):585-588. 
doi:10.1093/mp/sss157 

55. Zhang Y, Lian L, Liu Q, et al. Altered expression of CmNRRa changes flowering 
time of Chrysanthemum morifolium. Plant Biotechnology Journal. 
2013;11(3):373-379. doi:10.1111/pbi.12026 

56. Guo H, Song X, Xie C, et al. Rice yellow stunt rhabdovirus protein 6 suppresses 
systemic RNA silencing by blocking RDR6-mediated secondary siRNA synthesis. 
Mol Plant Microbe Interact. 2013;26(8):927-936. doi:10.1094/mpmi-02-13-0040-r 

57. Zhang YM, Zheng YM, Xiao N, et al. Functional analysis of the HS185 regulatory 
element in the rice HSP70 promoter. Mol Biol Rep. 2012;39(2):1649-1657. 
doi:10.1007/s11033-011-0904-1 

58. Zhang YM, Yan YS, Wang LN, et al. A novel rice gene, NRR responds to 
macronutrient deficiency and regulates root growth. Mol Plant. 2012;5(1):63-72. 
doi:10.1093/mp/ssr066 

59. Zhang J, Kan J, Zhang J, et al. Synergistic activation of the pathogenicity-related 
proline iminopeptidase gene in Xanthomonas campestris pv. campestris by HrpX 
and a LuxR homolog. Appl Environ Microb. 2012;78(19):7069-7074. 
doi:10.1128/aem.01726-12 

60. Wang LN, Liu YF, Zhang YM, Fang RX, Liu QL. The expression level of Rosa 
Terminal Flower 1 (RTFL1) is related with recurrent flowering in roses. Mol Biol 
Rep. 2012;39(4):3737-3746. doi:10.1007/s11033-011-1149-8 



61. Hamera S, Song X, Su L, Chen X, Fang R. Cucumber mosaic virus suppressor 2b 
binds to AGO4-related small RNAs and impairs AGO4 activities. Plant J. 
2012;69(1):104-115. doi:10.1111/j.1365-313X.2011.04774.x 

62. Zhu H, Duan CG, Hou WN, et al. Satellite RNA-derived small interfering RNA 
satsiR-12 targeting the 3’ untranslated region of Cucumber mosaic virus triggers 
viral RNAs for degradation. J Virol. 2011;85(24):13384-13397. 
doi:10.1128/jvi.05806-11 

63. Yang Y, Li X, Yang H, et al. Immunogenicity and virus-like particle formation of 
rotavirus capsid proteins produced in transgenic plants. Sci China Life Sci. 
2011;54(1):82-89. doi:10.1007/s11427-010-4104-3 

64. Yan Y, Zhang Y, Yang K, et al. Small RNAs from MITE-derived stem-loop 
precursors regulate abscisic acid signaling and abiotic stress responses in rice. Plant 
J. 2011;65(5):820-828. doi:10.1111/j.1365-313X.2010.04467.x 

65. Yan YS, Chen XY, Yang K, et al. Overexpression of an F-box protein gene reduces 
abiotic stress tolerance and promotes root growth in rice. Mol Plant. 
2011;4(1):190-197. doi:10.1093/mp/ssq066 

66. Wang L, Zhang L, Geng Y, Xi W, Fang R, Jia Y. XerR, a negative regulator of 
XccR in Xanthomonas campestris pv. campestris, relieves its repressor function in 
planta. Cell Res. 2011;21(7):1131-1142. doi:10.1038/cr.2011.64 

67. Liang H, Zhao YT, Zhang JQ, Wang XJ, Fang RX, Jia YT. Identification and 
functional characterization of small non-coding RNAs in Xanthomonas oryzae 
pathovar oryzae. BMC Genomics. 2011;12:87. doi:10.1186/1471-2164-12-87 

68. Hou WN, Duan CG, Fang RX, Zhou XY, Guo HS. Satellite RNA reduces 
expression of the 2b suppressor protein resulting in the attenuation of symptoms 
caused by Cucumber mosaic virus infection. Mol Plant Pathol. 2011;12(6):595-605. 
doi:10.1111/j.1364-3703.2010.00696.x 

69. 杨艳梅, 李霞, 杨慧, et al. A组轮状病毒多个结构蛋白抗原表位的串联表达及
其免疫原性的检测. 生物化学与生物物理进展. 2011;38(01):60-66. 

70. 李沫, 贾燕涛, 方荣祥. 翻译后修饰可能影响黄瓜花叶病毒2b蛋白抑制子活性
及稳定性. 生物工程学报. 2011;27(02):212-218. 

71. Zhang F, Guo H, Zheng H, et al. Massively parallel pyrosequencing-based 
transcriptome analyses of small brown planthopper (Laodelphax striatellus), a 
vector insect transmitting rice stripe virus (RSV). BMC Genomics. 2010;11:303. 
doi:10.1186/1471-2164-11-303 

72. Ying XB, Dong L, Zhu H, et al. RNA-dependent RNA polymerase 1 from 
Nicotiana tabacum suppresses RNA silencing and enhances viral infection in 



Nicotiana benthamiana. The Plant cell. 2010;22(4):1358-1372. 
doi:10.1105/tpc.109.072058 

73. Ye J, Qu J, Zhang JF, Geng YF, Fang RX. A critical domain of the Cucumber 
mosaic virus 2b protein for RNA silencing suppressor activity. FEBS Lett. 
2009;583(1):101-106. doi:10.1016/j.febslet.2008.11.031 

74. 章俊丽, 杨鵾, 张玉满, et al. 水稻OsCIPK10基因的克隆和功能分析. 生物工程
学报. 2009;25(09):1394-1401. 

75. Xu Y, Ye J, Liu H, et al. DNA-templated CMV viral capsid proteins assemble into 
nanotubes. Chem Commun (Camb). 2008;(1):49-51. doi:10.1039/B715299J 

76. Li Y, Zhang Z, Jia Y, et al. 3-Acetonyl-3-hydroxyoxindole: a new inducer of 
systemic acquired resistance in plants. Plant Biotechnology Journal. 
2008;6(3):301-308. doi:10.1111/j.1467-7652.2008.00322.x 

77. Duan CG, Wang CH, Fang RX, Guo HS. Artificial MicroRNAs highly accessible to 
targets confer efficient virus resistance in plants. J Virol. 2008;82(22):11084-11095. 
doi:10.1128/jvi.01377-08 

78. 赵志强, 傅亚萍, 杨鹍, et al. 水稻小G蛋白OsPra2基因的克隆及功能分析. 生物
工程学报. 2008;24(12):2027-2033. 

79. 杨鹍, 傅亚萍, 张玉满, et al. 水稻OsPLD3和OsPLD4基因及其启动子. 生物工
程学报. 2008;24(03):368-375. 

80. Zhang L, Jia Y, Wang L, Fang R. A proline iminopeptidase gene upregulated in 
planta by a LuxR homologue is essential for pathogenicity of Xanthomonas 
campestris pv. campestris. Mol Microbiol. 2007;65(1):121-136. 
doi:10.1111/j.1365-2958.2007.05775.x 

81. Ye J, Liu LX, Xue Y, Qu J, Gao GX, Fang RX. Efficient depletion of multiple 
SARS-CoV mRNAs by a single small interfering RNA targeting the leader 
sequence. Progress in Biochemistry and Biophysics. 2007;34(10):1092-1100. 

82. Su L, Gao S, Huang Y, et al. Complete genomic sequence of Dracaena mottle virus, 
a distinct badnavirus. Virus genes. 2007;35(2):423-429. 
doi:10.1007/s11262-007-0102-3 

83. Qu J, Ye J, Fang R. Artificial microRNA-mediated virus resistance in plants. J Virol. 
2007;81(12):6690-6699. doi:10.1128/jvi.02457-06 

84. Li Y, Jia Y, Zhang Z, et al. Purification and Characterization of a New Ribosome 
Inactivating Protein from Cinchonaglycoside C-treated Tobacco Leaves. Journal of 
Integrative Plant Biology. 2007;49(9):1327-1333. 
doi:10.1111/j.1744-7909.2007.00476.x 



85. Li Y, Wang L, Li S, et al. Seco-pregnane steroids target the subgenomic RNA of 
alphavirus-like RNA viruses. Proc Natl Acad Sci U S A. 2007;104(19):8083-8088. 
doi:10.1073/pnas.0702398104 

86. Du QS, Duan CG, Zhang ZH, et al. DCL4 targets Cucumber mosaic virus satellite 
RNA at novel secondary structures. J Virol. 2007;81(17):9142-9151. 
doi:10.1128/jvi.02885-06 

87. 高尚, 苏鸓, 贾洪革, et al. 选择标记可去除的植物高效表达载体的构建. 生物
工程学报. 2007;23(01):157-160. 

88. Jia H, Pang Y, Chen X, Fang R. Removal of the selectable marker gene from 
transgenic tobacco plants by expression of Cre recombinase from a tobacco mosaic 
virus vector through agroinfection. Transgenic Res. 2006;15(3):375-384. 
doi:10.1007/s11248-006-0011-6 

89. 张科, 吴家和, 陈晓英, 殷奎德, 方荣祥, 田颖川. 重组的南瓜韧皮部特异性启
动子在转基因马铃薯中的表达特征. 农业生物技术学报. 2006;14(04):555-558. 

90. 王敏, 李明福, 黄璐琦, et al. 栽培地黄(Rehmannia glutinosa Libosch.)普遍感染
TMV和CMV. 植物病理学报. 2006;36(02):189-192. 

91. Qian W, Jia Y, Ren SX, et al. Comparative and functional genomic analyses of the 
pathogenicity of phytopathogen Xanthomonas campestris pv. campestris. Genome 
Res. 2005;15(6):757-767. doi:10.1101/gr.3378705 

92. Huang YW, Geng YF, Ying XB, Chen XY, Fang RX. Identification of a movement 
protein of rice yellow stunt rhabdovirus. J Virol. 2005;79(4):2108-2114. 
doi:10.1128/jvi.79.4.2108-2114.2005 

93. 庞永奇, 贾洪革, 方荣祥, 郭蔼光, 陈晓英. 利用不相容质粒共转化大肠杆菌对
Cre重组酶体内重组活性的可视检测. 微生物学报. 2005;45(01):125-128. 

94. Wang LH, He Y, Gao Y, et al. A bacterial cell-cell communication signal with 
cross-kingdom structural analogues. Mol Microbiol. 2004;51(3):903-912. 
doi:10.1046/j.1365-2958.2003.03883.x 

95. Guo H, Chen X, Zhang H, et al. Characterization and activity enhancement of the 
phloem-specific pumpkin PP2 gene promoter. Transgenic Res. 2004;13(6):559-566. 
doi:10.1007/s11248-004-2738-2 

96. 贾洪革, 吕玲飞, 庞永奇, 陈晓英, 方荣祥. 用绿色荧光蛋白监测转基因植物中
选择标记基因的消除. 生物工程学报. 2004;20(01):10-15. 

97. Sun Q, Wu W, Qian W, Hu J, Fang R, He C. High-quality mutant libraries of 
Xanthomonas oryzae pv. oryzae and X. campestris pv. campestris generated by an 



efficient transposon mutagenesis system. FEMS Microbiol Lett. 
2003;226(1):145-150. doi:10.1016/S0378-1097(03)00583-4 

98. Liu ZZ, Wang JL, Wang Q, et al. Structure, expression pattern and chromosomal 
localization of the rice Osgrp-2 gene. Science in China (Series C). 
2003;46(06):584-594. 

99. Liu ZZ, Wang JL, Huang X, Xu WH, Liu ZM, Fang RX. The promoter of a rice 
glycine-rich protein gene, Osgrp-2, confers vascular-specific expression in 
transgenic plants. Planta. 2003;216(5):824-833. doi:10.1007/s00425-002-0934-y 

100. Jia HG, Pang YQ, Fang RX. Agroinoculation as a simple way to deliver a tobacco 
mosaic virus-based expression vector. Acta Botanica Sinica. 2003;45(07):770-773. 

101. Huang Y, Zhao H, Luo Z, Chen X, Fang RX. Novel structure of the genome of Rice 
yellow stunt virus: identification of the gene 6-encoded virion protein. J Gen Virol. 
2003;84(Pt 8):2259-2264. 

102. Cai WQ, Fang RX, Shang HS, et al. Development of CMV-and TMV-resistant chili 
pepper: field perfermance and biosafety assessment. Molecular Breeding. 
2003;11(1):25-35. doi:10.1023/A:1022655204552 

103. 闻玉梅, 张树政, 杨胜利, 方荣祥. 题词. 微生物学报. 2003;3(03):291-292. 

104. 米凯霞, 李勣, 张兆山, 方荣祥. CTB/CS3融合蛋白与GM1结合能力和免疫原性
的分析. 生物化学与生物物理进展. 2003;30(02):278-284. 

105. 刘宗旨, 王建龙, 王群, et al. 水稻Osgrp-2基因的结构、表达特性和染色体定位. 
中国科学(C辑). 2003;33(03):215-223. 

106. 陈书霞, 方荣祥, 刘玲, 程智慧, 李霞. 霍乱毒素B亚基对胡萝卜的遗传转化. 
西北农林科技大学学报(自然科学版). 2003;31(05):43-46. 

107. 刘兆明, 刘宗旨, 白庆武, 方荣祥. Agroinfiltration在植物分子生物学研究中的
应用. 生物工程学报. 2002;18(04):411-414. 

108. Wang XG, Zhang GH, Liu CX, Zhang YH, Xiao CZ, Fang RX. Purified cholera 
toxin B subunit from transgenic tobacco plants possesses authentic antigenicity. 
Biotechnol Bioeng. 2001;72(4):490-494. 
doi:10.1002/1097-0290(20010220)72:4<490::AID-BIT1011>3.0.CO;2-0 

109. Lei WL, Fang RX, Zhang GH, Chen XY, Zhang XQ. Recombination with coat 
protein transgene in a complementation system based on Cucumber mosaic virus 
(CMV). Science in China (Series C). 2001;44(03):263-273. 
doi:10.1007/BF02879333 

110. La P, Cai WQ, Zhang JC, Zhang FL, Fang RX. Function of resveratrol derived from 



transgenic plant expressing resveratrol synthase gene. Chinese Science Bulletin. 
2001;46(13):1103-1107. 

111. 王新国, 肖成祖, 张国华, 方荣祥. 用衔接头PCR克隆新的胡萝卜Ⅱ型转化酶基
因启动子. 中国生物化学与分子生物学报. 2001;17(01):61-65. 

112. 雷万里, 方荣祥, 张国华. 黄瓜花叶病毒cDNA载体在烟草细胞中表达外源基因. 
生物工程学报. 2001;17(01):40-45. 

113. 雷万里, 方荣祥, 张国华, 陈晓英, 张晓勤. 黄瓜花叶病毒互补型载体可与CP
转基因发生重组. 中国科学(C辑). 2001;31(02):97-105. 

114. 腊平, 蔡文启, 张玖春, 张凤丽, 方荣祥. 转芪合酶基因植物中三羟基反式芪的
功能. 科学通报. 2001;48(04):326-330. 

115. 郭婷夏, 方荣祥, 李国华, 钱渊. A组轮状病毒VP6与霍乱毒素B亚基融合蛋白
在大肠杆菌中的表达及生物活性分析. 生物工程学报. 2001;17(06):621-625. 

116. 蔡传奇, 方荣祥. 毕赤酵母基因操作技术的改进及其在水蛭素表达中的应用. 
生物工程学报. 2001;17(02):155-160. 

117. 王新国, 张艳红, 刘传暄, 肖成祖, 张国华, 方荣祥. 转基因烟草生产霍乱毒素
B亚单位的纯化. 生物技术通讯. 2000;11(02):103-106. 

118. 王新国, 张艳红, 刘传暄, et al. 烟草生产霍乱毒素B亚单位疫苗的免疫分析. 生
物技术通讯. 2000;11(03):192-195. 

119. 王新国, 张国华, 方荣祥, 刘传暄, 肖成祖. 转基因烟草表达霍乱毒素B亚单位
的研究. 生物技术通讯. 2000;11(02):98-106. 

120. 腊平, 蔡文启, 方荣祥. 香蕉束顶病毒基因组I的克隆及序列分析. 病毒学报. 
2000;16(02):158-161. 

121. Wang Q, Chen XY, Luo ZL, Fang RX. Sequence analysis of leader and trailer 
regions of rice yellow stunt rhabdovirus and characterization of their in vivo 
transcripts. Science in China (Series C). 1999;42(01):50-56. 
doi:10.1007/BF02881747 

122. 张国华, 许燕, 蔡文启, 方荣祥. 黄瓜花叶病毒山东株(CMV-SD)RNA2全长
cDNA克隆的构建及全序列分析. 微生物学报. 1999;39(01):10-12+14-16. 

123. 王群, 陈晓英, 罗宗礼, 方荣祥. 水稻黄矮弹状病毒的leader区和trailer区的序列
分析及其体内转录物的鉴定. 中国科学(C辑). 1999;19(02):180-185. 



124. Luo ZL, Fang RX. Structure analysis of the rice yellow stunt rhabdovirus 
glycoprotein gene and its mRNA. Arch Virol. 1998;143(12):2453-2459. 
doi:10.1007/s007050050475 

125. Luo Z, Chen X, Gao D, Fang R. The gene 4 of rice yellow stunt rhabdovirus 
encodes the matrix protein. Virus Genes. 1998;16(3):277-280. 
doi:10.1023/a:1008078605399 

126. 彭仁旺, 周雪荣, 王峻岭, 方荣祥, 陈正华, 莽克强. 表达barstar基因及bar基因
的转基因油菜的研究. 遗传学报. 1998;25(01):74-79. 

127. 陈晓英 , 罗宗礼 , 方荣祥 . 水稻黄矮病毒基因3的结构分析 . 科学通报 . 
1998;43(07):745-748. 

128. 陈军, 王兰岚, 刘澄清, et al. 用激光微束穿刺法转化甘蓝型油菜小孢子的研究. 
激光生物学报. 1998;7(02):24-28. 

129. Qu LH, Zhong L, Shi SH, et al. Two snoRNAs are encoded in the first intron of the 
rice hsp70 gene. Progress in Natural Science. 1997;7(03):117-123. 

130. Cheng NH, Fang RX, Pu ZQ, Fang ZD. Complete nucleotide sequence of a new 
satellite RNA associated with cucumber mosaic virus inducing tomato necrosis. 
Science in China (Series C). 1997;40(04):443-448. doi:10.1007/BF02881740 

131. 祝海涛, 陈晓英, 罗宗礼, 方荣祥, 高东明. 水稻黄矮病毒基因2的核苷酸序列. 
病毒学报. 1997;13(04):73-79. 

132. 周雪荣，彭仁旺，方荣祥，陈正华，莽克强. 表达核糖核酸酶基因的雄性不育
油菜的获得. 遗传学报. 1997;24(06):531-536. 

133. 屈良鹄, 钟翎, 施苏华, et al. 水稻Hsp70基因的第一个内含子编码2种核仁小分
子RNA. 自然科学进展. 1997;7(02):108-115. 

134. 程宁辉, 杨金水, 濮祖芹, 方中达, 方荣祥. 宁沪杭地区黄瓜花叶病毒(CMV)株
系群划分的初步研究. 病毒学报. 1997;13(02):84-88. 

135. 程宁辉, 濮祖芹, 方中达, 方荣祥. 黄瓜花叶病毒坏死型卫星RNA的cDNA克隆
和全序列分析. 中国科学(C辑). 1997;27(02):156-161. 

136. Wang Q, Fang RX. Structure and expression of a rice hsp70 gene. Science in China 
(Series C). 1996;39(03):291-299. 

137. 彭仁旺，周雪荣，方荣祥，陈正华，莽克强. 转基因雄性不育油菜选育的简介. 
遗传学报. 1996;23(01):84. 



138. 彭仁旺, 周雪荣, 周奕华, 方荣祥, 莽克强. 烟草花药特异表达基因启动子的克
隆及序列分析. 生物工程学报. 1996;12(03):247-250. 

139. 卢爱兰，陈正华，孔令洁，方荣祥，寸守铣，莽克强. 抗芜菁花叶病毒转基因
甘蓝型油菜的研究. 遗传学报. 1996;23(01):77-83+92. 

140. 王群, 方荣祥. 水稻热激蛋白70基因的序列及热诱导表达. 中国科学(B辑). 
1995;25(12):1263-1272. 

141. Fang RX, Wang Q, Xu BY, et al. Structure of the nucleocapsid protein gene of rice 
yellow stunt rhabdovirus. Virology. 1994;204(1):367-375. 
doi:10.1006/viro.1994.1541 

142. 周汝鸿，张振臣，吴青，孙清，方荣祥，荞克强，田颖川，王桂玲，候文华，
董继超，杨静，李克治. 烟草抗花叶病新品系“转墓因NC89”选育技术的研究. 中
国烟草学报. 1994;(01):1-8. 

143. 杨红华, 贾士荣, 方荣祥. 受光抑制的大麦叶片特导Thionin的cDNA序列. 科学
通报. 1994;39(17):1610-1613. doi:10.1360/csb1994-39-17-1610 

144. Zhou RH, Zhang ZC, Wu Q, et al. The technics of breeding a new transgenic 
tobacco cultivar resistant to mosaic diseases and its extention. Acta Agriculturae 
Boreali-Sinica. 1993;8(S2):58-63. 

145. 周汝鸿, 方荣祥. 烟草抗花叶病新品系“转基因NC89”的田间选育和应用. 作物
杂志. 1993;(01):25. 

146. 秦文胜, 高东明, 陈声祥, 方荣祥, 庞震. 水稻黄矮病毒结构蛋白的分离及其小
鼠腹水抗体的制备. 浙江农业大学学报. 1993;19(04):53-55. 

147. 郭东川, 乔利亚, 方荣祥, 莽克强. 利用PCR技术克隆黄瓜花叶病毒的外壳蛋白
基因. 微生物学报. 1993;33(03):233-235. 

148. 方荣祥, 田颖川, 王桂玲, et al. 双抗转基因烟草纯合系的选育及田间试验. 中
国科学(B辑). 1993;23(05):481-488. 

149. Zhou XR, Fang RX, Wang CQ, Mang KQ. Cloning and sequence analysis of 3’-end 
region of potato virus y genome. Science in China (Series B). 1992;35(08):942-949. 

150. Kong LJ, Fang RX, Chen ZH, Mang KQ. Turnip mosaic virus coat protein gene: 
cloning and construction of the plant vector. Science in China (Series B). 
1992;35(12):1444-1452. 

151. 王为民, 方荣祥, 孟智启, 莽克强. 利用PCR技术克隆家蚕丝素基因启动子片段. 
科学通报. 1992;37(17):1631-1632. doi:10.1360/csb1992-37-17-1631 



152. 孔令洁, 方荣祥, 陈正华, 莽克强. 芜菁花叶病毒外壳蛋白基因的克隆及其植
物表达载体的构建. 中国科学(B辑). 1992;(04):374-380. 

153. 方荣祥, 庞震, 许丙寅, et al. 水稻黄矮病毒的纯化和病毒蛋白质及RNA组分的
分析. 病毒学报. 1992;8(01):62-68. 

154. Tian YC, Wang XF, Wang GL, et al. Virus resistance of transgenic tobacco plants 
expressing tobacco mosaic virus coat protein gene. Science in China (Series B). 
1991;34(11):1329-1340. 

155. Fang RX, Tian YC, Wang GL, et al. Transgenic tobacco plants resistant to infection 
of both tobacco mosaic virus and cucumber mosaic virus. Chinese Science Bulletin. 
1991;36(06):524-526. 

156. Fang RX, Pang Z, Gao DM, Mang KQ, Chua NH. cDNA sequence of a 
virus-inducible, glycine-rich protein gene from rice. Plant Mol Biol. 
1991;17(6):1255-1257. doi:10.1007/BF00028742 

157. 周雪荣, 方荣祥, 王成球, 莽克强. 马铃薯Y病毒基因组3′-端区域的克隆和序列
分析. 中国科学(B辑). 1991;(11):1173-1179. 

158. 田颖川, 秦晓峰, 许丙寅, et al. 表达苏云金杆菌δ-内毒素基因的转基因烟草的
抗虫性. 生物工程学报. 1991;36(01):1-10+99. 

159. 吕玉平, 王福钧, 毛炎麟, 方荣祥, 荞克强. 马铃薯X病毒3′末端分子克隆及序
列分析(简报). 北京农业大学学报. 1991;23(04):117-120. 

160. Zhou XR, Fang RX, Wang CQ, Mang KQ. cDNA sequence of the 3’-coding region 
of PVY genome (the Chinese isolate). Nucleic Acids Res. 1990;18(18):5554. 
doi:10.1093/nar/18.18.5554 

161. Kong LJ, Fang RX, Chen ZH, Mang KQ. Molecular cloning and nucleotide 
sequence of coat protein gene of turnip mosaic virus. Nucleic Acids Res. 
1990;18(18):5555. doi:10.1093/nar/18.18.5555 

162. 田颖川, 秦晓峰, 王桂玲, et al. 表达烟草花叶病毒外壳蛋白的转基因烟草及其
对TMV的抗性. 中国科学(B辑). 1990;(08):822-831. 

163. 方荣祥, 田颖川, 王桂玲, et al. 抗烟草和黄瓜花叶病毒的双价抗病毒工程烟草. 
科学通报. 1990;35(17):1358-1359. doi:10.1360/csb1990-35-17-1358-x 

164. Fang RX, Nagy F, Sivasubramaniam S, Chua NH. Multiple cis regulatory elements 
for maximal expression of the cauliflower mosaic virus 35S promoter in transgenic 
plants. The Plant cell. 1989;1(1):141-150. doi:10.1105/tpc.1.1.141 

165. Maria, Cuozzo, Keith, et al. Viral Protection in Transgenic Tobacco Plants 



Expressing the Cucumber Mosaic Virus Coat Protein or its Antisense RNA. Nature 
Biotechnology. 1988;6(5). doi:10.1038/nbt0588-549 

166. Hemenway C, Fang RX, Kaniewski WK, Chua NH, Tumer NE. Analysis of the 
mechanism of protection in transgenic plants expressing the potato virus X coat 
protein or its antisense RNA. Embo J. 1988;7(5):1273-1280. 
doi:10.1002/j.1460-2075.1988.tb02941.x 

167. Tazewen Wilson, 方荣 祥 . 利 用 生 物 工 程 发 展 新 型 疫 苗 . 遗 传 工 程 . 
1985;(01):27-31. 

168. 方荣祥, 吴晓军, 卜明, 田颖川, 蔡发兴, 莽克强. 花椰菜花叶病毒(新疆分离物)
基因组DNA的全部核苷酸序列. 病毒学报. 1985;1(03):247-256. 

169. Fang RX, Cai FX, Tian YC, Bu M, Xi ZX, Mang KQ. Study on the genome of 
cauliflower mosaic virus (xinjiang isolate)——restriction mapping of virion and 
cloned viral dna. Scientia Sinica (Series B). 1984;27(10):1015-1022. 

170. 方荣祥, 莽克强. 口蹄疫病毒的分子生物学和新型疫苗的研制. 遗传工程. 
1984;(02):1-12. 

171. 方荣祥, 蔡发兴, 田颖川, 卜明, 奚仲兴, 莽克强. 花椰菜花叶病毒(新疆分离物)
基因组的研究——病毒粒体DNA和克隆的病毒DNA的限制性内切酶图的测定. 
中国科学(B辑). 1984;(08):704-710. 

172. 方荣祥 . Maxam-Gilbert DNA序列分析实验方法 ( 续 2). 微生物学通报 . 
1983;(01):28-34. 

173. 卜明, 方荣祥, 莽克强. 用Sepharose 2B柱层析制备大肠杆菌质粒DNA的简便
方法. 生物化学与生物物理进展. 1983;10(1):65-68. 

174. 覃秉益, 田颖川, 方荣祥. 烟叶中依赖于RNA的RNA聚合酶的部分提纯及其合
成产物的性质. 微生物学报. 1982;22(04):306-315. 

175. 方荣祥 . Maxam-Gilbert DNA序列分析实验方法 ( 续 1). 微生物学通报 . 
1982;(06):284-287. 

176. 方 荣 祥 . Maxam-Gilbert DNA 序 列 分 析 实 验 方 法 . 微 生 物 学 通 报 . 
1982;(05):224-230. 

177. 方荣祥. 核酸序列分析中应用的超薄凝胶技术. 生物化学与生物物理进展. 
1982;(6):48-50. 

178. Fang R, Min Jou W, Huylebroeck D, Devos R, Fiers W. Complete structure of 
A/duck/Ukraine/63 influenza hemagglutinin gene: animal virus as progenitor of 
human H3 Hong Kong 1968 influenza hemagglutinin. Cell. 1981;25(2):315-323. 



doi:10.1016/0092-8674(81)90049-0 

179. Verhoeyen M, Fang R, Jou WM, et al. Antigenic drift between the haemagglutinin 
of the Hong Kong influenza strains A/Aichi/2/68 and A/Victoria/3/75. Nature. 
1980;286(5775):771-776. doi:10.1038/286771a0 

180. Jou WM, Verhoeyen M, Devos R, et al. Complete structure of the hemagglutinin 
gene from the human influenza A/Victoria/3/75 (H3N2) strain as determined from 
cloned DNA. Cell. 1980;19(3):683-696. doi:10.1016/s0092-8674(80)80045-6 

181. Fang RX, Wang XF, Qin BY, Cai FX, Bo M. The nature of the rna products 
synthesized in vitro with a cell-free extract from TMV-infected tobacco leaves. 
Scientia Sinica. 1980;23(03):357-370. 

182. 方荣祥, 卜明, 蔡发兴. 在离体转录中产生的一些比TMV-RNA短的片段. 微生
物学报. 1980;20(02):137-143. 

183. 方荣祥, 王小凤, 覃秉益, 蔡发兴, 卜明. 感染烟草花叶病毒的烟叶无细胞提取
物离体合成的RNA产物的性质. 中国科学. 1979;(10):1005-1016. 


